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TABLE 1

Liver somatic index (LSI), visceral somatic index (VSI), muscle lipid content
and peroxidation products (TBARS), and plasma levels of triglycerides (TG) and non-
esterifified fatty acids (NEFAs) in LL and FL rainbow trout subjected to regimes of 0, 1, 2

or 4 weeks (W) of fasting

Fasting regimes ow 1w ZW 4W
LSI (%) LL 1.16 + 0.03° 0.88 + 0.04% 0.81 = 0.028% 0.89 + 0.03%
J/ FL 1.23 = 0.05 0.85 + 0.0178 0.79 = 0.05" 075 = 0.03%
VI (%) LL 9.67 £ 023 B.22 + 0.24" 7.95 = p22* 7.09 = 0.37°
FL B.24 + (.31 7.02 + 0.40% 6.69 + 0165 570 + 0.26%:
Muscle lipid content (%) —>LL 3.90 + 0.54 3.06 + 0.39 299 = 0.40 3.43 + 0.62
\[, FL 7.31 + 0724 510 + (.84% 4,58 = 0.58" 3.26 = 0.22¢
TBARS (nmol MDA g~ 1) LL 083 + 043 0.40 + 0.57 10.00 = 0.67 060 + 0.40
FL 1072 + 0.68 12.24 + 0.68 9.83 = 0.70 10.10 = 0.56
Plasma TG (mmol L™} /N LL 1.97 £ 0.20° 3.80 + 0.31° 1.33 = 015 171 = 0.36°
\[, FL 4.10 + 0.33% 2.33 + 0.48% 2,23 = 0.36" 163 + 0.14%
Plasma NEFAs (mEqL~") LL 0.25 + 0.03 0.53 + 0.12 0.35 = 0.06 0.49 + 0.10
FL 0.62 + 016 0.53 = 0.09 0.46 = 0.07 0.39 = 0.03
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Fig. 1. Expression of
selected lipid
metabolism-related genes
in adipose tissue. mRNA
levels of fasn (A), Ipl (B),
lipel (C), gapdh (D), Ixr
(E), mel (F), ppara (G)
and pparb (H) from LL
(black bars) and FL (grey
bars) rainbow trout
subjected to regimes of 0,
1, 2 or 4 weeks (W) of
fasting.
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Fig. 1. Expression of
selected lipid
metabolism-related genes
in adipose tissue. mRNA
levels of fasn (A), Ipl (B),
lipel (C), gapdh (D), Ixr
(E), mel (F), ppara (G)
and pparb (H) from LL
(black bars) and FL (grey

bars) rainbow trout

subjected to regimes of 0,
1, 2 or 4 weeks (W) of
fasting.
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Fig. 2. Expression of
selected lipid
metabolism-related genes
in white muscle. mRNA
levels of fasn (A), Ipl (B),
lipel (C), gapdh (D), Ixr
(E), mel (F), ppara (G)
and pparb (H) from LL
(black bars) and FL (grey
bars) rainbow trout
subjected to regimes of 0,
1, 2 or 4 weeks (W) of
fasting.
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Fig. 2. Expression of
selected lipid
metabolism-related genes
in white muscle. mRNA
levels of fasn (A), Ipl (B),
lipel (C), gapdh (D), Ixr
(E), mel (F), ppara (G)
and pparb (H) from LL
(black bars) and FL (grey
bars) rainbow trout
subjected to regimes of 0,
1, 2 or 4 weeks (W) of
fasting.
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Fig. 3. Expression of
adiponectin system genes in
adipose tissue (A, C and E)
and white muscle (B, D and
F). mRNA levels of adipoq
(A, B), adiporl (C, D) and
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rainbow trout subjected to
regimes of 0, 1, 2 or 4 weeks
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