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A, cross-section area; P, perimeter of the cell.

The GFAP expression (corrected total cell fluorescence—
CTCF) was quantified by measuring the green fluorescence
with Image J and CTCF were calculated by the formula,

CTCF = integrated density

(area of selected cell x mean fluorescence of background readings).
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Table 2 Morphometric analysis of astrocyte shape at different Table 2 Morphometric analysis of astrocyte shape at different
condition condition

Serial no. Treatment given Condition CSF Serial no. Treatment given Condition CSF

7 ICI-118,551 Control 0.68
DHA treated 0.69

Cycloheximide Control 0.73
DHA treated 0.72

H-89 Control 0.65
DHA treated 0.67

AH 7614 Control 0.65
DHA treated 0.68

DC 260126 Control 0.69
DHA treated 0.09

Control 0.58

DHA treated 0.1
(for 6 h only)

| Control 0.67
DHA treated 0.09

PDO98059 Control 0.60
DHA treated 0.66

Dynasore Control 0.65
DHA treated 0.62

Bafilomycin Al Control 0.58
DHA treated 0.63

Brefeldin A Control 0.61
DHA treated 0.60

Atenolol Control 0.63
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